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Snow Petrels

* Antarctic bird

* Ice associated birds

* Nest in rocks

* Long lived

* Monogamous

* Can travel to the South Pole
* Spitin defense
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Genome Assembly e SR
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Genome Assembly

1. Bam reads to fastq
2. Filtering HiFi reads

97 reads removed
3. HiFi Assembly

4. Check for contamination
NCBI FCS-GX

5. Removed duplicates
purge_dups

6. Check Quality

Plots: Cumulative length Nx GC content

Number of contigs: 228
Length: 1,335,759,149 bases
Contig N50: 30,282,880



Genome Quality

* What genomes to compare to?
* Only the speciesin their genus

* O publicly available petrel genomes
* Average of 69,287 contigs per genome
e 4,252 is the fewest

* Southern Giant Petrel genome of published in 2021, but only
available as raw reads

* 1,199 contigs
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Plots: Cumulative length Nx GC content
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Scaffolds

Plots: Cumulative length Nx GC content
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Scaffolds for Fulmars only

Plots: Cumulative length Nx GC content
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Genome Quality

e Contains
complete
Copies of Penguin_bird_odb10
97.5% of
critical bird
genes

SnowPet_bird _odb10

BUSCO Assessment Results
. Complete (C) and single-copy (S) . Complete (C) and duplicated (D)
. Missing (M)
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Humboldt’s Penguin Genome

Snow Petrel Genome
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Genome Comparison
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e )
Snow Petrel Genetics M’

* PSMC (pairwise sequential Markovian coalescent)

* HiFireads from individual aligned to own reference genome
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Future Work
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Signy (UK)

e Short reads from same
individual

) Fuji
(Valkyrie)

* Scaffolding
* Remove mtDNA
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